Figure S1 Schematic map of vector pWMB110-SpCas9/LbCpf1/xCas9. The vector is comprised of a SpCas9/LbCpf1/xCas9 expression cassette and the phosphinothricin (bar) gene, which was used for screening the transgenic wheat plants.
Figure S2 Detection of mutations in the GUS
), TaMTL-179 (2), TaMTL-471 (3), TaWaxy-296 (4) and TaWaxy-830 (5) genes. Lanes (1)1-(5)7: digested DNA of PCR products amplified from different transgenic plants; lanes (1)3, (1)6, and (5)1: biallelic mutants; lanes (1)2, (1)5, (2)5, (2)7, (3)1, (3)2, (3)4, (3)5, (4)1, (4)4, (4)5, 5(3) and 5(6): heterozygous mutants; lanes (1)1, (1)4, (1)7, (2)1, (2)2, (2)3, (2)4, (2)5, (2)6, (3)3, (3)6, (3)7, (4)2, (4)3, (4)6, (4)7, 5(2), 5(4), 5(5) and 5(7): non-mutant plants; lanes (1)8-(5)8: digested PCR products from marker-free line H29 containing GUS and wild-type plants Fielder and Ningchun4; lanes (1)9-(5)9: undigested PCR products from wheat line H29 and wild-type plants Fielder and Ningchun4; lanes (6)1-(6)8: PCR products of GUS from the transgenic plants; lanes (6)2, (6)4, (6)6, and (6) Table S3 Off-target detection using designed sgRNA for GUS, TaMTL, and TaWaxy genes.
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